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ABSTRACT

Sesame (Sesamum indicum L.) is an annual plant belonging to
the Pedaliaceae family which is considered to be the oldest of the
oilseed plants. Sesame is known as the king of oilseeds because
its seeds contain high oil content (50-60%). The objective of the
study was to evaluate the genetic variation of sesame accessions
based on ten SSR markers. The results showed that all sesame
accessions showed high genetic similarity among individuals in
each accession. Polymorphism information content ranged from
0.24 (TNB17) to 0.37 (MT20). Ho varied from 0.04 (MT30)
to 0.25 (GENE1). The highest Hg was 0.37 (MT20) and the
lowest Hg was 0.28 (TNB17). The results also displayed the high
genetic diversity among 7 sesame accessions. The genetic diversity
distance varied from 0.0 to 1.0. Dendrogram analysis divided
7 sesame accessions into 5 clear groups at an average genetic
distance of 0.25. The results achieved would be useful information
for genetic evaluation and sesame breeding development in the
future.
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TOM TAT

Cay me (Sesamum indicum L.) 1a cay hang nién, thuoc ho
Pedaliaceae, 1a cay c6 dau lau doi. Cay me ciing dudc biét dén
nhu 13 vua ciia cac cay c6 dau, vi hat chita ham lugng dau kha
cao (50-60%). Muc tiéu clia nghién ctu nay la danh gia sy bién
thién di truyén ctia cdc miu gidng me dya trén chi thi sinh hoc
phan t& SSR. Két qua thé hién hau hét cdc mau gibng me cb sy
bién thién di truyén giita cic ca thé trong cliing méiu giéng. Chi s6
PIC dao dong tir 0,24 (TNB17) dén 0,37 (MT20), Ho bién thién
tir 0,04 (MT30) t6i 0,25 (GENE1), Hg 16n nhat 0,37 (MT20) va
nhé nhat 0,28 (TNB17). Két qua ciing thé hién sy da hinh di
truyén cao gifta 7 mau giéng me trong nghién cttu, khodng cach
da dang di truyén dao dong tir 0,0 - 1,0. Cay phan nhém chia céc
mau giéng me thanh 5 nhém khic nhau § mic gia tri trung binh
khodng cach da dang di truyén 0,25. Két qua nghién cttu nay 1a
nguodn thong tin rat hitu ich trong cong tac danh gia di truyén va

phét trién ngudn giéng me trong tuong lai.

*Tac gia lién hé

Pham Dic Toan
Email: phamductoan@hcmuaf.edu.vn

1. Dat Van Dé

Cay me hay con goi la viung (Sesamum indicum
L.) 1a cay c¢6 dau lau doi, thuoc ho Pedaliaceae,
cay than thio, hang nién, phan bd va phat trién
rong trén cac vung sinh thai khac nhau. Cay me
cling duge biét dén nhu 1a cay vua clia cac cay
c6 dau, vi hat né chit ham lugng dau khé cao tir
50 dén 60% (Pham & ctv., 2010). Déc bigt hon
13 dau hat me chita nhiéu acid béo quy, acid béo
chua no, cic chat chdng oxy-héa c6 tac dung rat
t6t cho stic khée, ngin ngita dugec mot s6 bénh
nhu cao méau, bénh tim mach, ngan ngtta bénh
ung thu (Miyahara & ctv., 2001).

O Viet Nam, me 1a cay cho hat ¢6 diu dé trong,
chiu han t6t v& thich nghi trén nhiéu loai dat, chi
phi dau tu san xuét khong cao nén dudce nong dan
trong tit lau. Do d6, tiém nang dé mé rong san

xuét cay me 1a kha 16n. Tuy nhién, so véi cac cay
c6 dau khac nhu dau nanh, dau phong thi cay me
chua dudc chi trong dau tu ding tam nén nang
suédt va phdm chit me vAn con han ché, hidu qua
kinh té chua cao. Vi vay, dé cai thién ning suit,
nang cao hiéu qua kinh té thi can chd trong dau
t1 trong khau sdn xuat gidng me, vi gidng 13 yéu
t6 quan trong quyét dinh hang dau.

St da dang di truyén & cac loai cay trong bao
gom me c6 thé dugce xac dinh bing céac dac diém
hinh thai va néng hoc, isozyme va cac phan tich
chi thi DNA (Koornneef, 1990; Reiter & ctv.,
1993; Pham & ctv., 2009). C6 nhiéu gidi phap
khéc nhau dé thyc hién danh gia di truyén trong
s6 cac dong, gibng cay trong. Trong s6 nay, cic
chi thi phan t& cho phép so sanh tryc tiép miic
tuong dong kiéu gene ¢ mitc DNA. Chi thi Simple
sequence repeat (SSR) 1a mot trong nhing cong
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cu dé xac dinh sy da dang di truyén ciia nguon
gene (Powell & ctv., 1996). Ky thuat nay c6 uu
diém la danh gia nhanh chéng, chinh xac, cho
da hinh cao va én dinh, vi vay chi thi SSR dugc
st dung rong rai va rat cé hiéu qua trén nhiéu
déi tugng cay trong. Vi vy, muc tiéu clia nghién
ctu nay la sit dung chi thi sinh hoc phan ti SSR
trong danh gia sy bién thién di truyén cia cac
méu giéng me phuc vu cho coéng tic nhan giéng
déap ting cho nhu cau canh tac cay me trong tuong
lai.

2. Vat Liéu va Phuong Phap Nghién Ctdu

Téng s6 7 mau gidng me dude trong tai ruong
thi nghiém ctia Vién Nghién cttu Cong nghé Sinh
hoc va Moi truong - Truong Dai hoc Nong Lam
TP. H6 Chi Minh (Bang 1), dién tich 25 m?/méu
gibng. M&i mau giéng chon 30 ca thé, cac ca thé
duge danh s6 thid ty tir 1 dén 30 dé danh gia di
truyén bing chi thi SSR.

2.1. Li trich DNA, phan ttng PCR-SSR va dién
di két qua

M4u 14 non ctia 30 ca thé trén mdi mau giéng
dugc thu thap dé 1i trich DNA. DNA tit 14 non
clia cic mau gidng me duge li trich bing quy trinh
SDS tai Vién nghién ctu Céng nghé Sinh hoc va
Mai truong — Trudng Dai hoc Nong Lam TP. Hd
Chi Minh. Téng s6 10 cip moi SSR duge st dung
t nghién ctiu cta Dixit & ctv. (2005) (Bang 2),
phéan tng PCR-SSR dudgc thic hién trong thé tich
25 L bao gom 1X MasterMix (Bioline - UK), 0,2
nM mdi moi, 1 uL, DNA (khoang 50-100 ng/uL),
v nudc cit khit ion vira di 25 pL. Phan tng
PCR-SSR dugc thyc hién tréen may PCR (Ap-
plied Biosystems 9700, Singapore) v6i chu trinh
nhiét nhu sau: 1 chu ky ¢ 94°C trong 5 phit; 35
chu ky gom: 94°C trong 1 phit, 55°C trong 1
phut 30 gidy, 72°C trong 1 phat; 1 chu ky & 72°C
trong 5 phit va cubi ciing la git sin pham PCR-
SSR ¢ 4°C. Dién di kiém tra san pham PCR-SSR
trén gel agarose v6i nong do 1,5%. Sau khi dién
di, gel dugc chup hinh trén méy chiéu sang bang
UV. Danh gia, w6c lugng kich thude trinh tu céc
doan DNA khuéch dai trong gel agarose dya trén
thang chuan ladder 100 bp DNA (Bioline - UK).

2.2. Ma héa sb liéu va phan nhém di truyén

T két qua dieén di c@a san pham PCR - SSR,
tién hanh so sanh cac doan khuéch dai DNA va

ma hoéa dit liéu. Ma héa cac doan khuéch dai DNA
dudgc ghi nhan nhu sau: néu xuat hién bang trong
san pham dien di & cling kich thude duge ghi nhan
“1”, khéng xuét hién thi ghi nhan “0”. Céc sb licu
ma héa dude xit Iy vi phan tich bing phan mém
NTSYSpc 2.1 (Numerial Taxonomy System) va
Popgene 1.31 dé danh gia sy da hinh di truyen,
bién thién di truyén va phan nhém di truyén ctia
cdc miu gidng me trong nghién ciiu.

3. Két Qua va Thao Luan

3.1. Danh gia su bién dong di truyén ciia cac
cé thé trén mdi miu gibng me

Téng s6 10 moi SSR duge sit dung trong phan
tich sy bién dong di truyén ciia cac mau giong
me. Tét ca cidc moi cho két qua da hinh cao trén
cic méu gibng me, trong dé mau gidng MT20 c6
s6 moi cho da hinh cao nhat 1a 10 dat 100% va
MT30 thap nhat v6i 7 mdi da hinh dat 70%. Két
qua thé hign thong tin da hinh (PIC) ctia MT20
c6 gia tri cao nhat (0,37) va TNB17 c6 gia tri
thap nhét (0,24). Chi s6 Hp clia cAc miu giong
rat thap ching to gitta céc ca thé trong ciing mot
méau gidng c6 do bién dong di truyén rat thép,
diéu nay cho thay giita céc ca thé c6 do dong hinh
di truyén cao, va do dong déu cao. Trong dé, chi
s6 Ho ctia MT30 thé hieén thap nhat (0,04), cho
thiy rang cac ca thé ciia miu gidng nay c6 do
dong déu cao nhat trong 7 mau giong (Hinh 1).
Nguoe lai, mau giong GENEL c¢6 sy bién thién
di truyén cao nhat véi chi s6 HO thé hién gia
tri 0,25, dong nghia véi viec cac ca thé trén mau
gibng nay c6 do dong déu thap nhat trong 07 mau
giong me (Bang 3).

3.2. Phan nhém di truyén cta cac ca thé trén
titng miu gibng me

Mau gidng me DH1: Két qua phan nhém di
truyén ciia cac cé thé trong mau gibng DHI1 c6
mitc do tuong dong bién dong tit 0,34 dén 1,00
(Hinh 2). O miic tuong ddng di truyén 0,72, cay
phan nhém ctia 30 c4 thé duge chia thanh 7
nhém. Nhém I gom 2 ca thé s6 1 va s6 5. Nhém
IT gom 3 ca thé s6 11, 12, 13. Nhém 11T chi ¢6 1
ca thé s6 17. Nhém IV gom 15 cé thé, bao gom
ca thé s6 2, 3, 4, 10, 24, 28, 25, 22, 26, 23, 27, 30,
18, 21 29. Nhém V gom 4 c4 thé s6 7, 15, 16, 8.
Nhém VI gom 4 ca thé sb6 6, 9, 20, 19. Nhém VII
chi c6 1 ca thé sé 14 va c6 khoang céch di truyén
xa hon so véi cac ca thé khac trong mau giéng
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Bang 1. Danh siach méu giéng meé duge ding trong thi nghiem

STT

Téen miu giéng

Nguon gbc

Hién trang mau giéng

1
2

DH1
GENE1

TNB17
DNB30
T.Ng8
MT20

MT30

Thu thap tai Long An
Mau gidng thudc tap doan gidng dang

Nguyén mau tu thyc dia
Nguyén mau bio ton

dugc bao ton tai RIBE-NLU

Mau giéng thuodc tap doan gibng dang

Da tuyén chon phuc trang

dugc bao ton tai RIBE-NLU

Mau giéng thuoc tap doan giéng dang

Da tuyén chon phuc trang

duge bao ton tai RIBE-NLU

M3Au gidng thuoc tap doan gidng dang

Dba tuyén chon phuc trang

dugc bao ton tai RIBE-NLU

Mau giéng thuoc tap doan giéng dang

Da tuyén chon phuc trang

dugc bao ton tai RIBE-NLU

Mau giéng thuoc tap doan giéng dang

ba tuyén chon phuc trang

dugc bao ton tai RIBE-NLU

Bang 2. Danh sich mdéi SSR dugc sit dung trong nghién cttu

STT Tén moi Trinh ty moi
T 5 -TCATATATAAAAGGAGCCCAACTY
1 GBssr-sa-05  R. 5.GTCATCGCTTCTCTCTTCTTC-3’
9 CBssrsa0s F: 5-GGAGAAATTTTCAGAGAGAAAAA-3
R: 5-ATTGCTCTGCCTACAAATAAAA-3
F: 5-CCCAACTCTTCGTCTATCTC-3’
3 Sesame-09 R: 5-TAGAGCTAATTGTGGGGGA-3’
F: 5-TTTTCCTGAATGGCATAGTT-3’
4 GBssrsa-33  R. 5.GCCCAATTTGTCTATCTCCT -3’
F: 5-GCAGCAGTTCCGTTCTTG-3
5  GBssrsa-72  R. 5. AGTGCTGAATTTAGTCTGCATAG-3’
F: 5-CCACTCAAAATTTTCACTAAGAA-3’
6  GBssrsa-108 R. 5. TCGTCTTCCTCTCTCCCC-3’
F: 5-GCAAACACATGCATCCCT-3’
7 GBssrsa-123  R. 5.GCCCTGATGATAAAGCCA-3’
F: 5-TTTCTTCCTCGTTGCTCG-3’
8  GBssr-sa-173  R. 5.CCTAACCAACCACCCTCC-3’
F: 5-CCATTGAAAACTGCACACAA-3’
9  GBssr-sa-182  R. 5. TCCACACACAGAGAGCCC-3'
F: 5-TCTTGCAATGGGGATCAG-3’
10 GBssr-sa-184

R:5-CGAACTATAGATAATCACTTGGAA-3’

Bang 3. Thong tin da hinh ctia cAc mau gidng meé khi sit dung 10 mdi SSR

Teén mau giébng S6 moi da hinh % da hinh PIC Hp Hg
DHI1 8 80 0,31 0,09 0,31
GENE1 9 90 031 025 038
TNB17 9 90 024 0,12 028
DNB30 8 80 0,34 0,20 0,32
T.Ng8& 9 90 0,36 0,18 0,35
MT20 10 100 0,37 0,07 0,37
MT30 7 70 0,30 0,04 0,31

PIC: polymorphism information content, Ho: observed heterozygosity, Hg: expected
heterozygosity.

DH1 (Hinh 2).
Miu giéng me GENEL: Két qua phan nhém di  dén 1,0 (Hinh 3). O miic do tuong ddng 0,70 tren

truyén clia cic ca thé trong mau giong GENE1

c6 he s6 tuong dong di truyén dao dong tir 0,47

cay phan nhém cho thiy 30 ca thé ctia mau giong
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www.jad.hcmuaf.edu.vn


http://jad.hcmuaf.edu.vn

Trudng Dai hoc Nong Lam TP. H6 Chi Minh

13

Hinh 1. Két qua dién di sin phdm PCR ciia mdi GBssr-sa-184 trén cac c4 thé trong miu giéng me MT30.
Ghi chi: M thang chudn 100 bp DNA; 1-17: c4 thé s6 1 dén 17 trong mau giéng MT30.

DH1-1
DH1-5

jOH1-11
'DH1-12

L DH1-13

DH1-AT

DH1-2
_| .FD'M-I
DH14

DH1-10

}Dﬂ'l-ﬂ

DH1-28

DH1-25

EDHLEZ
FDHLH
v DH1-23

[DH127
1DH1-30
|OH1-18
ToH1-21
DH1-29
(OH1-T

'DH1-15

—

v —1

DH1-18
DH1-B
DH1-§

|
DH1-8

v L
DH1-20

Vil DH1-18

DH1-14

067

[ % F] .
0.83 1.00

Genetic similarity coefficient

Hinh 2. Cay phan nhém di truyén cAc mau giébng DHI.

GENE1 dugc chia thanh 3 nhém. Trong d6 nhém
I chiém nhiéu nhat véi 20 cé thé, bao gdm cé thé
s6 1, 4, 7, 10, 14, 24, 5, 6, 22, 9, 11, 12, 15, 16,
18, 17, 3, 13, 8, 21; trong nhém nay c6 cac nhéom
nhé bao gom cac ca thé co sy tuong dong tuyet
d6i, vi du nhém céc cé thé sb 1, 4, 7, 10, 14, 24,

va nhém nita gdm céc ca thé s6 9, 11, 12, 15, 16,
18, 17. Nhém 1T chi ¢6 2 ca thé s6 2 va 19. Nhom
T gdm 6 8 ¢4 thé, 6 20, 25, 27, 23, 29, 26, 30,
28 (Hinh 3).

Mau gibng meé TNB17: Két qua phan nhém di
truyén clia cac ca thé trong mau gidng TNB17 c6
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GEME1-1
GEME1-4
GEME1-T
GEME1-10
GEME1-14
GEME1-24

[GEME1-

{oENETS
GEME1-22

GEME1-S

GEME1-11

GEME1-12

GEME1-15

GEME1-18

GEME1-18

1 GEME1AT

GEME1-3

GEME1-13

q GEME14

L GEME1-21

I P GEME1.2

L GEME1-18

[ GEME1-20

[ 1GEME1.28

" L GENE1-27

GEME1-23

GEME1-29

GEME1-26

GENE1-30
: !::F_usi.u

-

f - - - . T - - - 570 - - - g T - - - -
0.47 0.80 0.73 0.87 1.00

Ganatic iimilarity coalficient

Hinh 3. Cay phan nhém di truyén cAc méiu gibng GENEL.

] THEAT
I i THE1T-20
S| THE17-21
|TNBAT-2
|Ma17-3
THENT-T
THE1T4
THENT1T
THEAT-18
THET-28
THE7-26
THE1T-26
_— THE1T-24
THE1T-22
m THB1T-22
THENT-20
™HE1TZT
THENT-10
THET13
THENT-30
THE1TS
THE P18

[ THB1TS
v [ Tmei7-11
1 THBITS
THE1T-12
THE1T-15
THE1T-S
THE1T-10
THB17-14

<

0.54 0.56 ors [LE:1] 100
Genetis similasity coeflicient

Hinh 4. Cay phan nhém di truyén cac méu gibng TNB17.

mitc do tuong dong di truyén bién dong tir 0,55 I gom 3 ca thé, sé 1, 20, 21. Nhém II chi ¢6 1 ca
dén 1,00 (Hinh 4). O mic tuong dong di truyen the s6 21. Nhém III gom 17 ca the, s0 2, 3, 7, 4,
0,85 thi 30 c4 thé dugc chia thanh 9 nhém. Nhom 17, 18, 28, 26, 25, 24, 23, 22, 29, 27, 19, 13, 30
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DNE30-1
DONEB30-2

| ONE30.23
[N DNEO-10

DNE30-14
DHE3-13

DN
DNEM-5
DNEMN-8
DNER0-10
DNB3-27

§

Genetic similarity coefficlent

Hinh 5. Cay phan nhém di truyén cdc mau gibng DNB30.

111 | THgh12

[ T T G 1
0.6 .37 0.58 0.7 FRLE
Genetic similarity coefficlent

Hinh 6. Cay phan nhém di truyén cdc mau giéng T.Ng8.

trong nhém nay céc ca thé s6 4, 17, 18, 28, 26, Nhom V gdom 3 ca thé s6 8, 11, 9. Nhom VI chi
25, 24, 23, 22, 29, 27, 19 hoan toan tucng dong c6 2 ca thé s6 12,15. Nhom VI, nhém VIII, nhém
ve mit di truyen. Nhom IV gom 2 ca thé s6 6, 16.  IX chi c6 duy nhéat 1 ca thé lan lugt 1a ca thé s6
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Hinh 7. Cay phan nhém di truyén cac méu gidng MT20.

5, 10, 14. Nhin chung, mau giéng TNB17 c6 sb ca
thé hoan toan tuong dong vé mit di truyén cao
nhat so véi cdc mau giong con lai (Hinh 4).

Mau gidng me DNB30: Két qua phan nhém di
truyén clia cac ca thé trong mau gibng DNB30
c6 sit tuong dong di truyén dao dong tir 0,43 dén
1,00 (Hinh 5). O mitc tuong dong 0,72, cay phan
nhém di truyén chia 30 ca thé thanh 4 nhém.
Trong d6, nhém I chi ¢6 1 c& thé s6 1; nhém 1T
odm 6 c& thé s6 2, 23, 10, 11, 14, 13; nhom IIT
gdm 21 ca thé, gobm ca thé s6 3, 5, 8, 19, 27, 21,
25, 22, 4, 20, 28, 18, 12, 30, 6, 15, 24, 7, 29, 9, 26,
& nhém nay c6 5 ca thé s6 3, 5, 8, 19, 27 ¢6 hé sb
tuong dong di truyén 1,00. Nhom IV chi ¢6 2 ca
thé s6 16 va 17 (Hinh 5).

M3u gidng me T.Ng8: Két qua phan nhém di
truyén ciia cac ca thé trong mau gidng T.Ng8 c6
mtc do tuong dong di truyén tu 0,16 dén 1,00
(Hinh 6). O mtec tuong ddng di truyén 0,75, cay
phan nhém di truyén phan chia 30 ca thé cta
mau gidng T.Ng8 thanh 5 nhém. Nhém I gom 9
ca thé c6 sb thit ty tit 1 dén 9, trong d6 5 c4 thé
2, 3, 4, 5, 6 dat muc tuong dong di truyen 1,00.
Nhom II gom 4 ca thé s6 10, 11, 15, 19. Nhém
III chi ¢6 2 ca thé s6 12, 16. Nhém IV gom 13 ca
thé, s6 14, 24, 23, 18, 21, 20, 30, 27, 28, 26, 22,
29, 25, trong d6 céc ca thé s6 20, 30, 27, 28, 26,

22, 29 dat mic tuong ddng di truyén 1,00. Nhém
V bao gom 2 ca thé s6 13 va 17 (Hinh 6).

Mau gibng meé MT20: Két qua phan nhém di
truyeén ctia cac ca thé trong mau gibng MT20 c6
hé s6 tuong dong di truyén dao dong tir 0,39 dén
1,00 (Hinh 7). O mitc tuong dong 0,63, cay phan
nhém chia 30 ca thé thanh 7 nhém. Nhém I gom
2 cé thé s6 1, 7. Nhom 1T gom 11 ca thé s6 2, 8,
18,3,5,6,9, 15, 16, 17, 20. Nhom TIT chi c6 2 ¢4
£hé 6 13, 14. Nhém IV gdm 3 c4 thé s6 4, 11, 12,
Nhém V gom 8 ca thé sé 19, 23, 29, 26, 20, 28,
25, 27, 30. Nhém VI chi c6 duy nhat 1 ca thé s6
21. Nhom VII gom 2 ca thé s6 22, 24 (Hinh 7).

Mau gibng mé MT30: Két qua phan nhém di
truyén ciia cac ca thé trong mau giéng MT30
c6 hé s6 tuong dong di truyén dao dong trong
khoang 0,51 dén 1,00 (Hinh 8). O he sb tuong
dong 0,68, cay phan nhém phan chia 30 ca thé
clia mau gibng MT30 thanh 4 nhém. Nhém I gom
5 ca thé sb 1, 19, 22, 26, 27. Nhom II gom cé thé
s6 2, 17, 16, 18. Nhém III ¢6 9 cac thé, gom ca
thé s6 3, 6, 11, 7, 28, 12, 14, 5, 10. Nhom IV ¢6
12 ca thé, bao gom ca thé s6 4, 24, 30, 20, 21, 25,
29, 23, 9, 15, 8, 13, trong d6 5 c4 thé s 20, 21,
25, 29, 23 hoan toan tuong dong vé mit di truyén
(Hinh ).
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Hinh 8. Cay phan nhém di truyén cac miu gidng MT30.
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Hinh 9. Cay phan nhém di truyén ciia 7 giéng me.

3.3. Danh gia sy bién dong di truyén giita 7 doan khuéch dai 1a 25, va tat ca 25 doan khuéch
gidng me dai déu da hinh, dat ti le 100%. Két qua trong
nghién cttu nay cho thiy ti lé bang da hinh cao
Téng s6 10 moi SSR dugc sit dung trong nghién
cttu déu cho da hinh cao v6i 7 gidng me. Tong s6
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Bang 4. Cac thong tin da hinh ctia 10 mdi SSR trén 7 giéng me

Primer ngigso 50 E?;f 4@ o dahinh  Kich thude (bp) Ho Hg PIC
GBssr-sa-05 2 2 100 160-180 0,35 0,40 0,45
GBssr-sa-08 2 2 100 180-200 0,34 040 0,39
Sesame09 3 3 100 210-230 0,29 0,36 0,38
GBssr-sa-33 3 3 100 280-320 0,50 047 0,47
GBssr-sa-T2 4 4 100 300-400 0,43 0,66 0,66
GBssr-sa-108 2 2 100 200-250 0,14 055 0,54
GBssr-sa-123 3 3 100 250-350 043 0,58 0,57
GBssr-sa-173 2 2 100 200-250 0,18 020 0,20
GBssr-sa-182 2 2 100 200-250 0,32 0,39 0,39
GBssr-sa-184 2 2 100 200-220 0,36 0,48 0,48
Tong 25 25

Trung binh 2.5 2,5 100 160-400 0,33 045 0,46

PIC: polymorphism information content, Ho: observed heterozygosity, Hg: expected heterozygosity.

hon céc nghién ctu cia Wu & ctv. (2014), Pandey
& ctv. (2015) va Nguyen & ctv. (2017), dat tuong
ung 1 57%, 36,5% va 70,89%. S6 lugng doan
khuéch dai dao dong tit 2 dén 4, trong d6 moi
GBssr-sa-72 cho nhiéu bang nhat vé6i 4, tat ca 4
bang déu da hinh. S6 doan khuéch dai clia ting
mdi trung binh dat 2,5 bang/mdi, va day ciing
13 trung binh s6 bang da hinh clia cic mdi SSR
(Bang 4). Két qua nay tuong ti nhu nghién citu
clia Zhang & ctv. (2010) va Nguyen & ctv. (2017),
dat tuong tng 2,31 vd 2,3 bang. Tuy vay, két
qud nay lai thap hon nghién ctu ctia Yepuri &
ctv. (2013), Wu & ctv. (2014) va Pandey & ctv.
(2015), dat twong tng 3,37; 3,00 va 3,65 bing.
Kich thuéc doan khuéch dai trén cac chi thi SSR
bién dong tr 160-400 bp. Thong tin da hinh (PIC)
ctia 10 chi thi SSR bién dong tir 0,20 — 0,66, gia tri
trung binh 0,46 (Bang 4). Gia tri PIC cla nghién
cttu nay thip hon nghién ctu ctia Yepuri & ctv.
(2013) va Pandey & ctv. (2015) dat tuong tng
0,57 va 0,72 va cao hon nghién cttu ctia Zhang &
ctv. (2010) va Nguyen & ctv. (2017) dat tuong
ting 0,34 va 0,41.

Két qua phan nhém da dang di truyén cho thay
7 mAu gidng me trong nghién ctu c6 sy da dang
di truyén rat cao, khoang cach da dang di truyén
dao dong t 0,0 - 1,0 (Hinh 9). Cay phan nhom
chia cac miu giébng meé thanh 5 nhém khac nhau
6 muc gia tri trung binh khoang cach da dang
di truyén 0,25. Két qud nghién ctu nay cho hé
sb tuong tu nhu céc nghién cttu ctia Zhang &
ctv. (2010) khi st dung két hgp chi thi SSR va
SRAP dé danh gia tuong ing cho 404 va 453 mau
gibng me, déu dat trung binh 0,71. Trong khi do,
nghién cttu clia Yepuri & ctv. (2013) khi danh gia

49 mau gidéng me sit dung chi thi SSR cho hé s6
tuong dong di truyén bién dong tit 0,49 — 1,00.

Trong nghién citu nay, & mtc gia tri trung binh
khodng cach da dang di truyén 0,25 da chia 7
gibng me thanh 5 nhém. Nhém I gom 2 giéng
DH1 v& T.Ng8, hai gidng nay c6 vai diic tinh
noéng hoc tuwong dong nhu ngay ra hoa dau tién,
sO qua trén cay, sd qua trén nach 14, sé khia trén
qué, phan nhénh it khi quan sat ngoai ruéng thuc
nghiém. Nhém 1II chi ¢6 1 gidng 13 MT30. Nhém
IIT gom 2 giéng 14 TNB17 va MT20, hai gidng
nay c6 cac dic tinh nong hoc tuong dong nhu
ngay ra hoa, s6 qua trén nach la, chiéu cao cay
va thoi gian sinh truéng. Nhém IV va V chi ¢6 1
gibng lan luct 13 DNB30 va GENEL.

4. Két Luan

Téng s6 7 mau gidbng me duge danh gia sy bién
thién di truyén dua trén 10 chi thi SSR. Hau hét
céc mau gidng thé hien c6 su bién thien di truyén
gifta cac céa thé trong cting mau giéng. Trong do,
mau gidng TNB17 ¢6 s6 cé thé c¢6 sy dong hinh di
truyén cao nhat so véi cAc mau giéng con lai, va
ngude lai mau gibng GENEL c6 sy bién thién di
truyén cao nhit so véi 6 miu gidng con lai. Két
qua phan nhém dya vao khoang cach di truyén
gitta cAc mau giéng cho thiy 7 miu gidng me
c6 tinh da hinh cao, day 1a ngudn vat lieu quan
trong cho cong tac nghién cttu va chon tao giéng
me ning suat cao trong tuong lai. Két qua nghién
cttu nay 14 ngudn thong tin rat hitu ich trong cong
tac danh gia di truyén va phét trién nguon giéng
cay me dat ning suat va chat lugng dap ting nhu
cau canh tac cay me trong tuong lai.
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L&i Cam On

Nhém tac gia gbi 16i cdm on chan thanh dén Sé
Khoa Hoc Cong Nghé tinh Long An da cép kinh
phi thyc hién nghién cttu nay va cadm on t6i cac
dong nghiép & cac dia phuong noi thu thap mau,
cling nhu cac dong nghiép & cac dia phuong trén
dia ban tinh Long An, vA Trudng Dai hoc Nong
Lam TP.HCM da ho trg hoan thanh nghién citu
nay.
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